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Phylogeography in the Viola rupestris and V. riviniana complexes - a prelimi• 
nary study Thomas Marcussen 1 , Inger Nordal 1 and Bengt Jonsell 2 

Viola subsection Rosrrnrae Kuplfr r consists of sevi:ral critica l species com-
plexes in Europt· . These include t".g. \/, rnHiHa L. and 1he 1wo species investigated 
here. V. rupestris F. W. Smith and V. rivini(llla Reichenb. 

Viola mpestris is a pall'o -tetraploid species (2n = 20) with a vt'ry wide 
F.ura~ian rlistrihurion from the British Isles. Scandinavia . and the Pyrenet·s in 
the west and eastwards almost to the Beringian . ln Norlh America ii is replaced 
by the clnsely rL·lated \I . 11d1111c,1 Sm . (211 = 20) . sometimes considered a 
subspecies of V. mpestris, and by\/ . labl't1dt1rica Schrank . (2n = 20) in the norlh -
eastern States and Greenland. Viii/a rupesrris bdongs mainly in the Bnrea l zone , 
although reaching th<: sub - to low -alpine belts in the mountain s and the suh-
arcric zone in Siheria and the extreme north of Scandinavia (Nort h Cape) . Al-
k)zyme electrnphMesis (AAT, AMP and PGM) suggests four different postglacial 
migmtion routes within Eurupe : (I ) One western routl:', today represcmed by 
the British and Dutch enclaves, (2) one Centra l European romc . ex tending 
from the Alps and imo the southern pans of Fcnnoscandia. (3) one nnrth •eil· 
stern mule represented by populations from northl'rn Finland, and (4) one iso-
lated Nonh Scandinavian enclave , usually referred LO as ssp. rdicta Jalas . It is 
possible 1htll ssp. re:licra hils il conncc tion westwards and . thu s. that is has been 
recruited from 1ransatlantic populations of V. ndr111ca or \/. /abrad,,rim (this is 
being checked) . 

Vfola rivhrimw is an allo-octoploid species (2n = 40) restricted to Euror e. It 
is very closely related to V. r,!id1mbnchia11a (2n = 20) which it shares one 2n = 
20 gcno 1111.:. Tn contrast Ill V. rupesrris. ii is mainly a woodland species. hut 
occasionally growing up to mnre than 2000 111 in the Alps. Allozyme 
electrophmesis idemifies four different entities within the V. rivi11imw cumplc:x: 
One (I) inc ludes British population s only , probably rcp reseming a western 
immigralion rou te (like \/. rupt!stris); (2) the second group includes Central 
European popula1iuns. These are , apparen tly, substantia lly influenced by 
(unidirectional?} introgressiun from \/, ri!iche11bnd1in1111 (2n = 20) and may not 
have differed much origina lly from the third group. (3) represented by 
Fcnnosn1ndian popula1ions, where \/. rl'id1r!11hnchia11a is not present. (4) Tht· 
fourth group cons ists of popula1ions from the Alps. 11 is very distin ct from 1he 
llthcrs. enzyma tically as well as morphologically . and shou ld ht• relerred to il 
separat e species (\I . /aridcolan sp. n,w .). If V . .. /aricic,,ta,, provl'S lt"traploid 
(2n = 20) . it may be t he second parent of V. rivi11ia1111 (this is being checked) . 

Molecular biogeography and genetic diversity of Pu/satilla verna/is (L.) Miller 
(Ranunculaceae) - a new project Michal Ronikier 

Pu/sari/la vemnlis is a distinct, endemic 10 Europe spec ies hav ing a vt:ry 
special geographic distribution (Mcusel, Jager & Weinert 1965). This particular 
pattern was even defined as «P11/sntilla 1•a1wfo 1ype» (Pawlowsk i ! 929) . It is a 
high mountain species living in isolated area s of European mnu111ains· alpine 
and subnival zones (main ly Alps, Pyrenees. wes 1ern Carpath ians) . On the other 
hand howc.:ver. this plan I appears also in very dirferent ecological cond itions, in 
the lowlands of Centra l Europe and South ern Scandinavia (enter ing rhe horea l 
zone but not expanding fartht•r to its northern part ). On th e basis of a 
morpho logical study . four varieties were distinguished (Aichele & Schweg ler 
1957). differe nt iating the popul at ions from various parl s ol geograp hic range . 
Three of these varieties allow to nbser\ll.' some spat ial distriblllive sequence. 
repearcd in two isolated areas: Centra l Europe and Southern Scandinavia . Var. 
alpina is prest'nt in 1he mountains of both cHeas, while var . vem11/is and 
bid9osrimr11 in the lowlands. The fourth variety , var. pyrmaica, occupies isolated 
an.'.as of Pyrenean chain. 

The genetic diversity 11I pupu larinns is being studied using PCR-based AFLP 
method (Vos et al. 1995) generating molecu lar markt'rs from the whole genomic 
DNA. The representative popu lation samples for this study are collected in all 
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